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Supplementary Table 1 | Sequences of DNA and RNA oligonucleotides used in this 
study 
Sequences of oligonucleotides used in this study. 
Oligo # Sequence 5’ to 3’ 
1 Biotin-
TTTGTGGGTGGTAGGTAAGGTGGTGAGGTATCGAGAGGAGTAAGGGTGTATCCAGGTAAGTGATGTGTGGTTAGAATGTG 
GGGCAGTGAGGGTGAAGGGGTAATTTTTTTTTCTCGGTGTGGTGTGTGGTGTATGTAG  
2 CTACATACACCACACACCACACCGAGAAAAAAAAATTACCCCTTCACCCTCACTGCCCCACATTCTAACCACACATCACT 
TACCTGGATACACCCTTACTCCTCTCGATACCTCACCACCTTACCTACCACCCAC  
3 Biotin-
TGTCATCCCTTATGTGATGGACCCTATACTGACTGAGTTCAGCTCATATTTATCGAGAGGAACAACGAGAGAGAGAAGTGTG
TGTATGACCAAGTGAGAAGAGTCATCAAATCGTGC   
4 GCACGATTTGATGACTCTTCTCACTTGGTCATACACACACTTCTCTCTCTCGTTGTTCCTCTCGATAAATATGAGCTGAA 
CTCAGTCAGTATAGGGTCCATCACATAAGGGATG    
5 Biotin-
TGTCATCCCTTATGTGATGGACCCTATACGCAGCCTAGTTGATCTCATAGCCATCGAGAGGAAAGGAGAAGGAGCAGAGCG 
6 CGCTCTGCTCCTTCTCCTTTCCTCTCGATGGCTATGAGATCAACTAGGCTGCGTATAGGGTCCATCACATAAGGGATG  
TT=CPD 
7 GTAATGGACAGTTGACTAGTTGATCTCATATTTCATTCCTACTCAGGAGAAGGAGCAGAGCGATGAACGAGACAGGTGAA 
GCAGGTGT  
8 ACACCTGCTTCACCTGTCTCGTTCATCGCTCTGCTCCTTCTCCCATCCTCTCGATGGCTATGAGATCAACTAGTCAACTG 
TCCATTAC  
9 CTAGTTGATCTCATATTTCATTCCTACTCAGGAGAAGGAGCAGAGCG 
10 CGCTCTGCTCCTTCTCCCATCCTCTCGATGGCTATGAGATCAACTAG  
11 CGAGCAGATCTCATAGCCCATTCCTACTTGGGAGAAGGAGCAGAGCG 
12 CGCTCTGCTCCTTCTCCCATCCTCTCGATGGCTATGAGATCTGCTCG 
13 CGAGCAGATCTCATATTTCATTCCTACTTGGGAGAAGGAGCAGAGCG  
14 CGCTCTGCTCCTTCTCCCATCCTCTCGATGGCTATGAGATCTGCTCG  
15 CGAGCAGATCTCATAGCCCATTCCTACTCATGAGAAGGAGCAGAGCG  
16 CGCTCTGCTCCTTCTCCCATCCTCTCGATGGCTATGAGATCTGCTCG  
17 CGAGCAGATCTCATATTTCATTCCTACTCATGAGAAGGAGCAGAGCG  
18 CGCTCTGCTCCTTCTCCCATCCTCTCGATGGCTATGAGATCTGCTCG  
19 GGAGAAGGAGCAGA  
20 TCTGCTCCTTCTCCCATCCTCTCGATGGC  
21 CGCTCTGCTCCTTCTCCCATCCTCTCGATAAATATGAGATCTGCTCG  
22 AUCGAGAGGA(10mer RNA)  
23 CGAGCAGATCTCATAGCCCATTCCTACTAAGGAGAAGGAGCAGAGCG 
24 CGCTCTGCTCCTTCTCCTTTCCTCTCGATGGCTATGAGATCTGCTCG 
25 CGCTCTGCTCCTTCTCCTTTCCTCTCGATGGCTATGAGATCTGCTCG  TT=CPD 
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Supplementary Table 2 | Scaffolds used in this study 
 
Scaffolds used in this study. 
Figure Panel Oligonucleotides 
 
 
1 
c A-tract sequence pausing: Oligo1(NTS)+Oligo2(TS)+Oligo22(RNA) 
d Py-Im pausing: Oligo3(NTS)+Oligo4(TS)+Oligo22(RNA) 
e CPD pausing: Oligo5(NTS)+Oligo6(TS)+Oligo22(RNA) 
2 b EMSA assay:Oligo9(NTS)+Oligo10(TS)+Oligo22(RNA) 
 
 
 
 
3 
d DNase I foot printing: Oligo7(NTS)+Oligo8(TS)+Oligo22(RNA) 
 
 
 
f 
10 mismatch:Oligo11(NTS)+Oligo12(TS)+Oligo22(RNA) 
3+10 mismatch: Oligo13(NTS)+Oligo14(TS)+Oligo22(RNA) 
10+3 mismatch: Oligo15(NTS)+Oligo16(TS)+Oligo22(RNA) 
3+10+3 mismatch: Oligo17(NTS)+Oligo18(TS)+Oligo22(RNA) 
5 b Oligo1(NTS)+Oligo2(TS)+Oligo22(RNA) 
 
EDF7 
b Oligo13(NTS)+Oligo21(TS)+Oligo22(RNA) 
c 10mis-match:Oligo11(NTS)+Oligo12(TS)+Oligo22(RNA) 
 
EDF8 
c Oligo19(NTS)+Oligo20(TS)+Oligo22(RNA) 
d Oligo20(TS)+Oligo22(RNA) 
EDF11 a Oligo23(NTS)+Oligo22(RNA)+Oligo24(TT) or Oligo25(CPD) 
